DMR 1 // chr6:32132649-32138839 // 6190 pb. (76 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0 // fwerArea: 0.111
- genes: PPT2/PPT2-EGFL8 / EGFL8 / AGPAT1 -

32.133 mb 32.135 mb 32.137 mb 32.139 mb .,
\ |
32.134 mb 32.136 mb 32.138 mb
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DMR 2 // chr6:32013699-32018110 // 4411 pb. (68 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0 // fwerArea: 0.111

- genes: TNXB -
5 32.014 mb 32.016 mb 32.018 mb
. I |
° 32.015 mb 32.017 mb
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DMR 3 // chr6:32042947-32052596 // 9649 pb. (75 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0 // fwerArea: 0.111
- genes: RNA5SP206 / TNXB -
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5 32.043 mb 32.045 mb 32.047 mb 32.049 mb 32.051 mb N
I I
32.044 mb 32.046 mb 32.048 mb 32.05 mb 32.052 mb ?
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DMR 4 // chr6:31853428-31858319 // 4891 pb. (65 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0 // fwerArea: 0.111
- genes: EHMT2 -
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31.854 mb 31.856 mb 31.858 mb .
[ [
31.855 mb 31.857 mb

Methylation differences (beta values)




DMR 5 // chr6:33282856-33285075 // 2219 pb. (50 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0 // fwerArea: 0.111
- genes: ZBTB22 -

33.283 mb 33.285 mb
\ \
33.284 mb
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DMR 6 // chr6:33286244-33289719 // 3475 pb. (52 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0 // fwerArea: 0.111

- genes: DAXX -
33.286 mb 33.288 mb 33.29 mb_4
| |
33.287 mb 33.289 mb
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DMR 7 // chr6:31596847-31600533 // 3686 pb. (39 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0 // fwerArea: 0.111
- genes: PRRC2A -

C-:_Ijm

31.597 mb 31.599 mb
| \
31.598 mb 31.6 mb
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DMR 8 // chr6:31621761-31627714 // 5953 pb. (41 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0 // fwerArea: 0.111
- genes: C6orf47-AS1/ APOM / Céorf47 -

31.622 mb 31.624 mb 31.626 mb 31.628 mb
| I
31.623 mb 31.625 mb 31.627 mb
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DMR 9 // chr6:33262579-33265393 // 2814 pb. (39 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0 // fwerArea: 0.111
- genes: PFDN6 / RGL2 -
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5 33.263 mb 33.265 mb

33.264 mb
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DMR 10 // chr6:31867698-31868965 // 1267 pb. (39 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111
- genes: C2/ZBTB12 -

31.8675 mb 31.8685 mb
| \
31.868 mb 31.869 mb

ZBTB12




DMR 11 // chr6:33129988-33133752 // 3764 pb. (44 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111
- genes: COL11A2 -
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33.13 mb 33.132 mb 33.134 mb_
|
33.131 mb 33.133 mb
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DMR 12 // chr6:30162942-30167403 // 4461 pb. (46 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111
- genes: TRIM26 -
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5 30.163 mb 30.165 mb 30.167 mb .
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30.164 mb 30.166 mb ?
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DMR 13 // chr11:3186804-3189207 // 2403 pb. (30 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111
- genes: OSBPLS -

3.187 mb 3.189 mb

3.188 mb
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DMR 14 // chr20:36147042-36149455 // 2413 pb. (41 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111
- genes: BLCAP -
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36.147 mb 36.149 mb
\

36.148 mb
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DMR 15 // chr6:31832173-31834178 // 2005 pb. (32 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111
- genes: SLC44A4 -
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5 31.832 mb 31.833 mb 31.834 mb .
I |
° 31.8325 mb 31.8335 mb 31.8345 mb
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DMR 16 // chr6:31935801-31938533 // 2732 pb. (42 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111
- genes: SKIV2L/ DXO -
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31.936 mb 31.938 mb
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DMR 17 // chr6:32035705-32038958 // 3253 pb. (47 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111

- genes: TNXB -
32.036 mb 32.038 mb a
| |
32.037 mb 32.039 mb N
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DMR 18 // chr6:30649909-30653799 // 3890 pb. (33 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111
- genes: PPP1R18 -
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30.65 mb 30.652 mb 30.654 mb
| |
30.651 mb 30.653 mb
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DMR 19 // chr6:31827110-31829511 // 2401 pb. (30 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111

- genes: NEU1 -
31.827 mb 31.829 mb
. | |
° 31.828 mb
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DMR 20 // chr12:58011764-58014709 // 2945 pb. (23 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111
- genes: ARHGEF25 / SLC26A10 -
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58.012 mb 58.014 mb

58.013 mb 58.015 mb °
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DMR 21 // chr6:33177497-33180841 // 3344 pb. (34 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111

- genes: RING1 -
33.178 mb 33.18 mb
| |
33.179 mb 33.181 mb
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DMR 22 // chr7:1093718-1098703 // 4985 pb. (23 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111
- genes: C7orf50 / GPR146 -

1.094 mb 1.096 mb 1.098 mb
\ [ )
1.095 mb 1.097 mb 1.099 mb
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DMR 23 // chr6:32022470-32027623 // 5153 pb. (41 probes) // pvalue: 0.001 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111

- genes: TNXB -
5 32.023 mb 32.025 mb 32.027 mb .
| |
° 32.024 mb 32.026 mb 32.028'm
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DMR 24 // chr6:32056058-32059605 // 3547 pb. (24 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.111

- genes: TNXB -
5 32.056 mb 32.058 mb 32.06 mk
s 32.057 mb 32.059 mb ¢
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DMR 25 // chr6:32944354-32948526 // 4172 pb. (27 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.218
- genes: BRD2 -

32.944 mb 32.946 mb 32.948 mb

5

32.945 mb 32.947 mb
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DMR 26 // chr7:94285642-94286669 // 1027 pb. (43 probes) // pvalue: 0.001 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.218
- genes: PEG10 -
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DMR 27 // chr17:7755877-7759060 // 3183 pb. (23 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.218
- genes: KDM6B / TMEMS8S -
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DMR 28 // chr6:31590870-31593323 // 2453 pb. (20 probes) // pvalue: 0 // fwer: 0.111 // pvalueArea: 0.001 // fwerArea: 0.218
- genes: SNORA38/ PRRC2A -

31.591 mb 31.593 mb
| [
31.592 mb
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