DMR 1 // chr6:33245460-33248714 // 3254 pb. (56 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0 // fwerArea: 0.173
- genes: B3GALT4 / WDR46 -
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DMR 2 // chr6:31935801-31939322 // 3521 pb. (60 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0 // fwerArea: 0.173
- genes: SKIV2L/DXO /STK19 -
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DMR 3 // chr6:33282856-33285075 // 2219 pb. (50 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0 // fwerArea: 0.173
- genes: ZBTB22 -
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DMR 4 // chr6:32013699-32016803 // 3104 pb. (58 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0 // fwerArea: 0.173

- genes: TNXB -
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DMR 5 // chr20:36147042-36149455 // 2413 pb. (41 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0 // fwerArea: 0.173
- genes: BLCAP -
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DMR 6 // chr6:31621761-31628056 // 6295 pb. (43 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0 // fwerArea: 0.173
- genes: C6orf47-AS1/ APOM / Céorf47 -
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DMR 7 // chr20:61446962-61447929 // 967 pb. (33 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0 // fwerArea: 0.173
- genes: COL9A3 -
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DMR 8 // chr6:33262579-33265605 // 3026 pb. (42 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173
- genes: PFDN6 / RGL2 -
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DMR 9 // chr6:31596847-31600560 // 3713 pb. (41 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173
- genes: PRRC2A -
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DMR 10 // chr6:30172142-30179881 // 7739 pb. (37 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173
- genes: TRIM26 -
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DMR 11 // chr6:30649909-30653799 // 3890 pb. (33 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173
- genes: PPP1R18 -

30.65 mb 30.652 mb 30.654 mb
| \
30.651 mb 30.653 mb

—— 5hmC —— 5mC




DMR 12 // chr6:32944067-32948526 // 4459 pb. (28 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173

- genes: BRD2 -
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DMR 13 // chr6:31590513-31593015 // 2502 pb. (28 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173
- genes: SNORA38/ PRRC2A -
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DMR 14 // chr12:58011764-58013915 // 2151 pb. (22 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173
- genes: ARHGEF25 / SLC26A10 -
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DMR 15 // chr6:30038254-30039801 // 1547 pb. (39 probes) // pvalue: 0.001 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173
- genes: RNF39 -
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DMR 16 // chr6:32147440-32152335 // 4895 pb. (31 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173
- genes: RNF5 / AGER -
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DMR 17 // chr6:31832173-31834178 // 2005 pb. (32 probes) // pvalue: 0.001 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173
- genes: SLC44A4 -
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DMR 18 // chr6:32115211-32117725 // 2514 pb. (27 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173
- genes: PRRT1 -
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DMR 19 // chr6:32135715-32138406 // 2691 pb. (26 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173
- genes: PPT2-EGFL8 / EGFL8 / AGPATI -
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DMR 20 // chr6:31695027-31696482 // 1455 pb. (25 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173
- genes: DDAH2 -
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DMR 21 // chr6:31867698-31868809 // 1111 pb. (33 probes) // pvalue: 0.001 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173
- genes: C2/ZBTB12 -
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DMR 22 // chr17:7756708-7759140 // 2432 pb. (21 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.001 // fwerArea: 0.173
- genes: KDM6B / TMEMS8S -
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DMR 23 // chr6:32133421-32135129 // 1708 pb. (34 probes) // pvalue: 0.001 // fwer: 0.173 // pvalueArea: 0.002 // fwerArea: 0.173
- genes: PPT2/ PPT2-EGFL8 / EGFLS -
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DMR 24 // chr6:33161577-33164457 // 2880 pb. (25 probes) // pvalue: 0.001 // fwer: 0.173 // pvalueArea: 0.002 // fwerArea: 0.173

- genes: RXRB -
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DMR 25 // chr6:28887141-28890322 // 3181 pb. (25 probes) // pvalue: 0.001 // fwer: 0.173 // pvalueArea: 0.002 // fwerArea: 0.173
- genes: TRIM27 -
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DMR 26 // chr11:3186977-3189207 // 2230 pb. (27 probes) // pvalue: 0.001 // fwer: 0.173 // pvalueArea: 0.002 // fwerArea: 0.173
- genes: OSBPLS -

C_:-:“:-:.m-:-:)

3.187 mb 3.189 mb o

I 3

3.188 mb

—_—
(7))
[+}]

=
©
>
1]

=
[+}]

2

S
(7))
[+}]
Q
c
@
B
(2]

—

5=

T
c
[=]

—

o
>

=

-
[+}]

=

..'E o:lo' E:: o
le Y . . l. H
by R
| I .




DMR 27 // chr20:57582581-57583709 // 1128 pb. (19 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.002 // fwerArea: 0.173
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DMR 28 // chr6:31828150-31829926 // 1776 pb. (24 probes) // pvalue: 0.001 // fwer: 0.173 // pvalueArea: 0.002 // fwerArea: 0.173

- genes: NEU1 -
31.828 mb 31.829 mb 31.83 mb
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.
.
L)
[ ]
: . o o
L] L]
- 4 Jd . .
. .: 3 ]
. Ny . ¢ /e . .
. '] . ™ L ]
(] - .
0 | 5 . H i
. L4 L]
. .
. (]
o* . .
- L ]
L]
[
L ¢ L ] 4 .
. L :
L * L . L
(] . . - L] e
. ¥ . . a SN . .
. o ® L .
'Y . . Y
. . B . o .
H . . . . . . °
. [ . .
[ ) . .} L [
' N . . .
o. °
.
[ ]

—— 5hmC —— 5mC




DMR 29 // chr6:146863357-146864529 // 1172 pb. (17 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.002 // fwerArea: 0.173
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DMR 30 // chr6:30681089-30684572 // 3483 pb. (23 probes) // pvalue: 0.001 // fwer: 0.173 // pvalueArea: 0.002 // fwerArea: 0.173

- genes: MDC1 -
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DMR 31 // chr4:1202599-1204225 // 1626 pb. (19 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.002 // fwerArea: 0.173
- genes: SPON2 -
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DMR 32 // chr11:2397201-2398138 // 937 pb. (20 probes) // pvalue: 0 // fwer: 0.173 // pvalueArea: 0.002 // fwerArea: 0.173
- genes: CD81-AS1/CD81 -
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DMR 33 // chr6:30656024-30658014 // 1990 pb. (19 probes) // pvalue: 0.001 // fwer: 0.173 // pvalueArea: 0.002 // fwerArea: 0.173

- genes: NRM -
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DMR 34 // chr7:94285685-94286362 // 677 pb. (30 probes) // pvalue: 0.001 // fwer: 0.173 // pvalueArea: 0.002 // fwerArea: 0.173
- genes: PEG10 -
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