DMR 1 // chr11:16761290-16761292 // 2 pb. (2 probes) // pvalue: 0 // fwer: 0.422 // pvalueArea: 0 // fwerArea: 0.422
- genes: C11orf58 -

C_:-:'I-:.-:I:I:-:_:-:-:I:-:-:)

5 16.7609 mb 16.7611 mb 16.7613 mb 16.7615 mb 16.7617 mb .
i
° 16.761 mb 16.7612 mb 16.7614 mb 16.7616 mb N
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DMR 2 // chr20:57463265-57465599 // 2334 pb. (47 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0 // fwerArea: 0.422

- genes: GNAS -
C__ T T || | o I _-:_:*:)
5 57.463 mb 57.465 mb .
[
° 57.464 mb 57.466 b
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DMR 3 // chr15:96884100-96888024 // 3924 pb. (23 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0 // fwerArea: 0.595

—C-:E_:E-:_-:-:I:-:-:*:)
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DMR 4 // chr5:2753375-2757457 // 4082 pb. (28 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0.001 // fwerArea: 0.595
- genes: C50rf38 -

Ctl:-:mmm

753 mb 2.755 mb 2.757 mb N

° 2.754 mb 2.756 mb
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DMR 5 // chr22:33195343-33197394 // 2051 pb. (15 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0.001 // fwerArea: 0.788

- genes: SYN3 -
G - || _:— || N >
5 33.195 mb 33.196 mb 33.197 mb .
I [
° 33.1955 mb 33.1965 mb 33.1975 mb °

Methylation differences (beta values)
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Methylation differences (beta values)
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DMR 6 // chr6:3848634-3849577 // 943 pb. (26 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0.001 // fwerArea: 0.788

d:-]:—m:-:-j}-:-]:-:-n:-:cl:-:)

3.8485 mb 3.8495 mb N

3.849 mb 3.85mb”

FAM50B




DMR 7 // chr8:145024939-145026431 // 1492 pb. (12 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0.001 // fwerArea: 0.788

- genes: PLEC -

0245 mb 145.0255 mb 145.0265 mb .
303 4 2 s
I [

° 145.025 mb 145.026 mb N
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DMR 8 // chr12:115134594-115135333 // 739 pb. (20 probes) // pvalue: 0 // fwer: 0.412 // pvalueArea: 0.001 // fwerArea: 0.788

Im—:mm

115.1345 mb 115.1355 mb .
115.135 mb N

Methylation differences (beta values)
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Methylation differences (beta values)
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DMR 9 // chr7:96649956-96651537 // 1581 pb. (11 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0.001 // fwerArea: 0.788
- genes: DLX5 -

mvmm

96.65 mb 96.651 mb N

96.6505 mb 96.6515 mb N

DLX5




DMR 10 // chr3:50375250-50376216 // 966 pb. (18 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0.001 // fwerArea: 0.788
- genes: RASSF1 -

50.375 mb 50.376 mb

W oW

s 50.3755 mb 50.3765 mb
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RASSF1-AS1




DMR 11 // chr7:12609907-12611607 // 1700 pb. (15 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0.001 // fwerArea: 0.788

- genes: SCIN -
12.6095 mb 12.6105 mb 12.6115 mb "
[ |
° 12.61 mb 12.611 mb 12.612 mi

Methylation differences (beta values)
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Methylation differences (beta values)
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DMR 12 // chr20:42142417-42143174 // 757 pb. (22 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0.002 // fwerArea: 1
- genes: LSMBTLI1 -

:—:_N_j:_:-:)

142,142 mb 42.143 mb N
| |
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42.1425 mb 42.1435 mb .
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DMR 13 // chr7:96646598-96649140 // 2542 pb. (12 probes) // pvalue: 0 // fwer: 0.412 // pvalueArea: 0.002 // fwerArea: 1

mvmm

96.647 mb 96.649 mb o

° 96.648 mb
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DMR 14 // chr4:183061830-183063637 // 1807 pb. (14 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0.002 // fwerArea: 1

(_—_-:IIDC-:-]:-I:-:-:-_:-:-]‘:

5_183.0615 mb 183.0625 mb 183.0635 mb
\ |
183.062 mb 183.063 mb 183.064 mb®

—— 5hmC —— 5mC




DMR 15 // chr6:33245460-33246043 // 583 pb. (26 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0.002 // fwerArea: 1
- genes: B3GALT4 -

w

83.245 mb 33.246 mb
| [
33.2455 mb 33.2465 i
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Methylation differences (beta values)
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DMR 16 // chr17:75315081-75316784 // 1703 pb. (15 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0.002 // fwerArea: 1

- genes: SEPT9 -

C N

BT T NN N e 1

75.315 mb
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DMR 17 // chr10:123922620-123924085 // 1465 pb. (14 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0.002 // fwerArea: 1
- genes: TACC2 -

CE-:_:-:-:PC-:_:-:-:-:-I:-]-:-ZIj:-:)

123.9225 mb 123.9235 mb 123.9245 mk

| |
123.923 mb 123.924 mb
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Methylation differences (beta values)
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Methylation differences (beta values)
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DMR 18 // chr16:3068014-3068707 // 693 pb. (11 probes) // pvalue: 0 // fwer: 0.412 // pvalueArea: 0.002 // fwerArea: 1
- genes: CLDN6 / TNFRSF12A -

C':-:-:-:-:b—:-—:-:-:-:D

3.068 mb 3.069 mb N
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DMR 19 // chr7:2801509-2802976 // 1467 pb. (11 probes) // pvalue: 0.001 // fwer: 0.412 // pvalueArea: 0.002 // fwerArea: 1
- genes: AMZ1/GNA12 -

m:m:mmm

2.8015 mb 2.8025 mb .

° 2.802 mb 2.803 mb

Methylation differences (beta values)
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DMR 20 // chr7:96625955-96629660 // 3705 pb. (14 probes) // pvalue: 0.001 // fwer: 0.219 // pvalueArea: 0.002 // fwerArea: 1
- genes: DLX6-AS1 -

mvmm

5 96.626 mb 96.628 mb 96.63 mh
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DMR 21 // chr3:50304049-50305083 // 1034 pb. (12 probes) // pvalue: 0.001 // fwer: 0.412 // pvalueArea: 0.002 // fwerArea: 1
- genes: SEMA3B-AS1/SEMASB -

mmm

50.304 mb 50.305 mb .
I [
° 50.3045 mb 50.3055 mb
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DMR 22 // chr7:130130320-130131268 // 948 pb. (18 probes) // pvalue: 0.001 // fwer: 0.412 // pvalueArea: 0.002 // fwerArea: 1
- genes: MEST -

[-:-:m:PC-:-:I-:E-:-:-:t-:-:D

130.13 mb 130.131 mb .

° 130.1305 mb 130.1315 mb

Methylation differences (beta values)

UU
80
60
40
20
()
111
80
60
40
20
[)




DMR 23 // chr19:52206224-52207792 // 1568 pb. (12 probes) // pvalue: 0.001 // fwer: 0.412 // pvalueArea: 0.003 // fwerArea: 1
- genes: SPACAGP -

:—-:—-—:—-:-*-

52,206 mb 52,207 mb 52.208 mb N

52.2065 mb 52.2075 mb

Methylation differences (beta values)
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DMR 24 // chr20:57582581-57583328 // 747 pb. (16 probes) // pvalue: 0.001 // fwer: 0.412 // pvalueArea: 0.003 // fwerArea: 1

C___ N || | I _-:_:*:)

57.5825 mb 57.5835 mb N

3

° 57.583 mb

Methylation differences (beta values)
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DMR 25 // chr4:183243976-183244357 // 381 pb. (3 probes) // pvalue: 0 // fwer: 0.595 // pvalueArea: 0.003 // fwerArea: 1
- genes: TENMS -

mm

183.2436 mb 183.2438 mb 183.244 mb 183.2442 mb 183.2444 mb 183.2446 mb 183.2448 mp
3

s
° 183.2437 mb 183.2439 mb 183.2441 mb 183.2443 mb 183.2445 mb 183.2447 mb

Methylation differences (beta values)
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DMR 26 // chr8:6418978-6421063 // 2085 pb. (10 probes) // pvalue: 0.001 // fwer: 0.412 // pvalueArea: 0.003 // fwerArea: 1
- genes: MCPH1/ ANGPT2 -

C-II-:-:-:I:DCE-.:I:-:-:-III-:-:-:-:-:)

6.419 mb 6.421 mb 3

. - reon |
3
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DMR 27 // chr10:62702671-62704447 // 1776 pb. (13 probes) // pvalue: 0.001 // fwer: 0.219 // pvalueArea: 0.003 // fwerArea: 1
- genes: RHOBTB1 -

mcc_jm-:l:-:)

. 62.7025 mb 62.7035 mb 62.7045 mb N

° 62.703 mb 62.704 mb

Methylation differences (beta values)
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DMR 28 // chr16:14397074-14397892 // 818 pb. (8 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0.003 // fwerArea: 1
- genes: MIR193B -

:-j:-:-:P-:-—:-:-:-:D

14.397 mb 14.398 mb a3
reaion
14.3975 mb

Methylation differences (beta values)
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Methylation differences (beta values)
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DMR 29 // chr5:95066568-95068092 // 1524 pb. (13 probes) // pvalue: 0.001 // fwer: 0.412 // pvalueArea: 0.003 // fwerArea: 1
- genes: RHOBTBS -

m‘:mm

95.0665 mb 95.0675 mb

95.0685 mp

95.067 mb 95.068 mb
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DMR 30 // chr19:13946770-13948274 // 1504 pb. (12 probes) // pvalue: 0.001 // fwer: 0.412 // pvalueArea: 0.003 // fwerArea: 1
- genes: MIR24-2 / MIR27A / MIR23A -

:—-:-—:—-:—--

- 13.9465 mb 13.9475 mb 13.9485 mb N

° 13.947 mb 13.948 mb

Methylation differences (beta values)
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DMR 31 // chr14:65005951-65006222 // 271 pb. (8 probes) // pvalue: 0 // fwer: 0.219 // pvalueArea: 0.003 // fwerArea: 1

- genes: HSPA2 -
65.0055 mb 65.0057 mb 65.0059 mb 65.0061 mb 65.0063 mb 65.0065 mb o
° 65.0056 mb 65.0058 mb 65.006 mb 65.0062 mb 65.0064 mb 65.0066 mb ?
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DMR 32 // chr8:145018928-145020381 // 1453 pb. (16 probes) // pvalue: 0.001 // fwer: 0.412 // pvalueArea: 0.003 // fwerArea: 1
- genes: MIR661 / PLEC -

Wb

5.0185 mb 145.0195 mb 145.0205 mb 3

° 145.019 mb 145.02 mb

Methylation differences (beta values)
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DMR 33 // chr10:45494806-45496230 // 1424 pb. (10 probes) // pvalue: 0.001 // fwer: 0.412 // pvalueArea: 0.003 // fwerArea: 1
- genes: C10orf25 / ZNF22 -

CI N o e > I BN 7 AT T OB e W >
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DMR 34 // chr15:89920824-89921672 // 848 pb. (10 probes) // pvalue: 0.001 // fwer: 0.412 // pvalueArea: 0.003 // fwerArea: 1
- genes: LINC00925 -

—C-:E_:E-:_-:-:I:-:-:II

. §9.9205 mb 8§9.9215 mb N

° 89.921 mb 89.922 mb N

Methylation differences (beta values)
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DMR 35 // chr6:33173024-33173927 // 903 pb. (14 probes) // pvalue: 0.001 // fwer: 0.412 // pvalueArea: 0.004 // fwerArea: 1
- genes: HSD17B8 -

C-:-Il::-}-:-]:-:-m

33.173 mb 33.174 mb
~ | [
° 33.1735 mb

—— 5hmC —— 5mC




DMR 36 // chr19:47216767-47217786 // 1019 pb. (9 probes) // pvalue: 0.001 // fwer: 0.412 // pvalueArea: 0.004 // fwerArea: 1
- genes: PRKD2 -

:—-:-—:—-:---

. 47.2165 mb 47.2175 mb N

° 47.217 mb 47.218 mb N

Methylation differences (beta values)
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DMR 37 // chr6:163147999-163148022 // 23 pb. (3 probes) // pvalue: 0 // fwer: 0.595 // pvalueArea: 0.004 // fwerArea: 1
- genes: PARK2 -

mm:.mﬁ:

5 163.1476 mb 163.1478 mb 163.148 mb 163.1482 mb 163.1484 mb -

° 163.1477 mb 163.1479 mb 163.1481 mb 163.1483 mb 163.1485 r

Methylation differences (beta values)
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DMR 38 // chr6:30698584-30699481 // 897 pb. (13 probes) // pvalue: 0.001 // fwer: 0.412 // pvalueArea: 0.004 // fwerArea: 1
- genes: FLOT1 -

c.:-]:—:-j]:-:-j}-:-]:-:-n:-:cl:-:)

30.6985 mb 30.6995 mb .
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